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NONSPECIFIC T¢
INTERACTIONS

Michal Levy-Sakin,! Roni Scherze

15.1. INTRODUCTION

Proteins are more likely to stay solui
native state. Loss of the native state
core followed by protein aggregatic:
protein monomers. Electrostatic inte
For example, if a protein is at it
Consequently, protein monomers wil
and precipitation [1]. A broad review
found in Philo and Arakawa and oth.
Protein aggregation can be contro
and pressure, by changing the pH of
the solution [4]. Solution additives t
can interact with a protein in a speci
interact through binding sites on the
fiers are ligands, inhibitors, pharmac
[5]. The second class of compounds
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